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Areas of Research

Inflammatory bowel disease: N=900
Chronic pancreatitis: N=310;
Gall stone disease: N=1200

Liver disease including viral hepatitis N=4800

Non alcoholic fatty liver disease

Periampullary carcinoma: N=40



Nature of data

Patient information: Personal details, disease characters
Clinical profiling:

Investigations:

Medications:

Follow up



Systems Biology Approach

Metabolomics

Genomics
(Genes)

Proteomics Etiopathogenesis

Transcriptomics

(Transcripts —
MRNA)




Basic Research

Etiopathogenesis:

Targeted Therapies can be developed using

technological resources

Biomarkers:

Diagnosis or Prognosis



Intestinal Disease

Much attention is being focused on

Inflammatory bowel diseases

Increasing prevalence

Controversy (Auto immunity and Inflammation)

(Ind. J. Gastroenterol 2009; 28: 169-174).
(Journal of Gastroenterology and Hepatology, 2010; 26:694-699).



Meta Genomics

We have thus embarked on obtaining detailed data on
Intestinal microflora In patients diagnosed for
Inflammatory bowel disease/lIrritable bowel syndrome

employing next generation sequencing. (BGI)



& Specific objectives

|

To find out
associated with IBS. These bacteria may serve as
biomarkers for IBS diagnosis.

of microbial flora in IBS and HCs.
To identify the for IBS patients.

This project may help to develop and evaluate new
based on the microbiota
alterations present in IBS patients.



Intestinal Tuberculosis
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Hepatitis B data at AIG
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HBV genotype data.xls

Hepatitis B Virus genotype B identified in India-15t Report
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119 bp 68 bp 281 bp 281 + 119 bp No Band Marker

Hepatol 2009 Jul-Sep; 8(3):269-70




Hepatitis C
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Pancreas

Chronic pancreatitis(ldiopathic:Tropical)

Predicting Prediabetes in chronic pancreatitis

Periampullary carcinoma- miRNA profiling

Gene silencing
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T helper cell profiling in chronic pancreatitis
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MIRNA profiling in periampullary carcinoma

Affymetrix Gene Chip ®
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Micro array
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ProbeSet Name
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23 hsa-miR-28-5p st
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Gallstone disease

MARITAL STATUS |LIPID PROFILE M SAMPLE COLLECTION

Serum
total tri-
cholestrol glycerides stones

Female Married

Male Married

Female widow

1268 patients

Female Married

Female Married

Female Married

Female Married

Female Married
Male Married
Female Married

Female Married




Data Analysis

Frequency distributions
Descriptive statistics

ANOVA
Correlation and Regression

Tests of significance — Parametric and Non-parametric

Survival analysis (Kaplan-Meir, Cox Regression )
Multiple Logistic regression

Software
SPSS, MS Excel and other software's for sample size estimations



